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Construction of Microsatellite Databases

We have constructed following two important databases for mining microsatellites in the
sequences eukaryotic genomes and unigenes and retrieving related information. The two
online databases are frequently accessed by scientific community interested in
microsatellites.

EuMicroSat db : Adatabse for microsatellites in the sequenced genomes of eukaryotes
UgMicroSat db : A database for mining microsatellites in unigenes

The above databases can be accessed free

at http://ipu.ac.in/usbt/EuMicroSat ¢b .htm and http://ipu.ac.in/usbt/UgMicroSat db .htm

Sequences submitted to NCBI

e NCBI ESTdb: My laboratory has submitted a total of 3412 high quality ESTs (=100
bp) to dbEST of NCBI in three lots, in 2008, having following GenBank accession
numbers (GenBank ID: EY414394 - EY416137, FG35624 - FG357288, GT915047 -



GT915671). This was the first and only ESTs available in any public domain, of this

important plant species.

NCBI- Short Read Archive (SRA) and Gene Expression Omnibus (GEQO):

1. In another project funded by DBT we performed complete transcriptome analysis
of seabuckthorn using NGS (Illumina plantform). Large amount of data has been
generated from shoot and root tissue libraries of seabuckthorn. The Illumina short
reads generated in the study have been submitted to NCBI’s Short Read Archive
(SRA) in 2013 with study accession number SRP011938, containing seabuckthorn
leaf and root sample data under the accession numbers SRS304528 and SRS304529,
respectively.

2. We also employed DeepSAGE, a tag based approach, to identify differentially
expressed genes under cold and freeze stress in seabuckthorn. The relevant raw and
processed data generated during the study has been submitted to NCBI-Gene
Expression Omnibus (GEO) in 2015 with study accession number “GSE62489”. The
raw data has been submitted under NCBI’'s SRA with accession number
“SRP049042”. The accession number of processed data is “GSM1527805” for
Control, “GSM1527806” for cold stress and “GSM1527807” for freeze stress
samples.

3. In a DRDO sanctioned project on Hypobaric hypoxia, we used RNA-seq to study
early-phase gene expression in the lungs of Sprague—Dawley rats and to identify key
genes in response to acute hypobaric hypoxia. We have deposited RNA-seq raw data
and processed files of this experimental work in the GEO database repository of
NCBI in 2015 with series accession number GSE62688 and NCBI’s SRA study
number SRP049242.



